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Inactivation of the Multiple Tumor Suppressor Gene 1 (MTS1) by de novo
Methylation in Human Primary Gastric Cancer
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(1. Lin Bai-xin Research Center Sun Yat-sen University of Medical Sciences Guangzhou 510120 Ching;
2. Department of Virology, Hubei Medical University, Wuhan 430071, China)

Abstract: [ Objective] To study the 5 CpG islands methylation of the multiple tumor suppressor gene 1
(MTS1) gene in human primary gastric cancer. [Methods] A PCR assay relying on the inability of some restric-
tion enzymes to cut methylated sequences was used to analyze the methylation of the M TS1 gene. [Results) de
novo methylation of the MTS1 gene was observed in 11 of 31(35.5 %) primary gastric cancer cases and in 1 of
19(5. 3%) normal gastric mucosa, and there is a significant correlation ( P <Z0. 05) between them . [ Conclu-
sion] Our results suggest that de novo methylation are prodominant inactivation mechanisms of the MTS1 gene
and may be associated with pathogenesis of human primary gastric cancinoma.
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